Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.036; wR factor = 0.105; data-to-parameter ratio = 16.4.
In the title complex, [CuCl(C 14 H 12 N 4 ) 2 ], the Cu I atom, lying on a twofold rotation axis, is coordinated by two N atoms of two 1,2,3,4-tetrahydro-1,4,6,11-tetraazanaphthacene ligands and one Cl atom, also lying on the twofold rotation axis, in a distorted trigonal-planar geometry. The complex molecules are connected into a one-dimensional structure along [001] via N-HÁ Á ÁN hydrogen bonds and further into a three-dimensional structure via N-HÁ Á ÁCl hydrogen bonds. -interactions between the pyrazine and benzene rings and between the benzene rings [centroid-centroid distances = 3.5635 (15) and 3.9128 (16) Å ] are present. 
Related literature

Experimental
Crystal data [CuCl(C 14 Table 1 Hydrogen-bond geometry (Å , ). The heterocyclic compounds involving aromatic system with condensed pyrazine, pyridine and piperidine rings have been shown to occur as a rigid bridge in transition metal complexes, which are expected to be good building blocks for creating coordination polymers due to the flexibility of the heterocyclic ligands (Grove et al., 2000 (Grove et al., , 2001 . We have recently been studying the coordination chemistry of polyamines to transition metal halides (Dai et al., 2007 , Xu et al., 2011 . In the course of this work, we have synthesized the title copper(I) complex with a new 1,2,3,4-tetrahydro-1,4,6,11-tetraazanaphthacene ligand formed from the condensing reaction of phenazine and ethane-1,2-diamine under hydrothermal conditions. Here we report the crystal structure of the mononuclear copper(I) complex.
The molecular structure of the title complex is depicted in Fig (Table 1 ) into a three-dimensional structure ( 
CuCl (99 mg, 1 mmol), phenazine (360 mg, 2 mmol) and ethane-1,2-diamine (300 mg, 5 mmol) were mixed in water (ca.
3 g) and placed in a 23 ml Teflon-lined stainless steel autoclave and stirred for 20 min. 
Refinement
H atoms were placed in geometrically idealized positions and refined as riding atoms, with C-H = 0.93 (CH) and 0.97 (CH 2 ) and N-H = 0.86 Å and with U iso (H) = 1.2U eq (C, N). Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
